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SEQUENCE LISTING 

<110> The Horticulture and Food Research Institute of Ne 

<120> Serine Protease Inhibitor 

<130> 25409 MRB 

<140> 
<141> 

<150> NZ 336906 
<151> 1999-07-23 

<160> 8 

<170> Patentln Ver . 2.1 

<210> 1 
<211> 10 
<212> PRT 

<213> Perna canaliculus 
<400> 1 

Asp Gly Glu Gin Cys Asn Asp Gly Gin Asn 
15 10 



<210> 2 
<211> 19 
<212> PRT 

<213> Perna canaliculus 
<400> 2 

Gin Gly Gly His Glu Val Glu Ser Glu Arg Val Ala Cys Cys Val He 
15 10 15 

Gly Arg Ala 



<210> 3 
<211> 9 
<212> PRT 

<213> Perna canaliculus 
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<400> 3 

Gly Gin Ser His Pro Glu He Val His 
1 5 



<210> 4 
<211> 7 
<212> PRT 

<213> Perna canaliculus 
<400> 4 

Tyr His Gly His Asp Asp Ala 

1 5" 



<210> 5 
<211> 7 
<212> PRT 

<213> Perna canaliculus 
<400> 5 

Val Val Asn Glu Val His His 
1 5 



<210> 6 
<211> 1491 
<212> DNA 

<213> Perna canaliculus 

<220> 

<221> CDS 

<222> (1) . . (1491) 

<400> 6 

gay ggg gag cag tgt aac gat ggg cag 
Asp Gly Glu Gin Cys Asn Asp Gly Gin 
1 5 

gac cac cac gat gat cac cat gac gac 
Asp His His Asp Asp His His Asp Asp 
20 25 

atg cac tat gcc cag tgt gaa atg gaa 
Met His Tyr Ala Gin Cys Glu Met Glu 




aac aaa gat gac cac cat gac 48 
Asn Lys Asp Asp His His Asp 
10 15 

cat gat gat gat gat gaa aca 96 
His Asp Asp Asp Asp Glu Thr 
30 

cca aac cct cat atg get age 144 
Pro Asn Pro His Met Ala Ser 
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35 40 45 

age ctt cac cac cat gtc cat ggc age ata gag ttg tea cag aag ggt 192 
Ser Leu His His His Val His Gly Ser He Glu Leu Ser Gin Lys Gly 
50 55 60 

cat gga get gtt tat eta gaa ctt cat ctt gtc gga ttc aac aca agt 240 
His Gly Ala Val Tyr Leu Glu Leu His Leu Val Gly Phe Asn Thr Ser 
65 70 75 ■ 80 

gaa gac cat gac gac cac cat cat gga ctt cat ctg cac atg ctt ggt 288 
Glu Asp His Asp Asp His His His Gly Leu His Leu His Met Leu Gly 
85 90 95 

gac atg tea gca ggt tgt gat tct att ggc gaa ctg tac aat get cac " 33 6 
Asp Met Ser Ala Gly Cys Asp Ser He Gly Glu Leu Tyr Asn Ala His 
100 105 HO 

cca gaa aaa cat get gac cct ggt gac etc ggt gac ctg gtt gac gat 384 
Pro Glu Lys His Ala Asp Pro Gly Asp Leu Gly Asp Leu Val Asp Asp 
115 120 125 

gat agg ggc gtg gtt aat gaa gtt cat cat tat get tgg ttg gac att 43 2 
Asp Arg Gly Val Val Asn Glu Val His His Tyr Ala Trp Leu Asp He 
130 135 140 

gat ggt aca gca cca aac acc gaa get etc att gga cac tea atg act 480 
Asp Gly Thr Ala Pro Asn Thr Glu Ala Leu He Gly His Ser Met Thr 
145 150 155 160 

att tta caa ggg agt cac acc gat get gat acc cca gee agt aga ate 528 
He Leu Gin Gly Ser His Thr Asp Ala Asp Thr Pro Ala Ser Arg He 
165 170 175 

gec tgt tgt gtt att ggt cat gga aaa get cgc cca gaa aca gca get 57 6 
Ala Cys Cys Val He Gly His Gly Lys Ala Arg Pro Glu Thr Ala Ala 
180 185 190 

get eta cat cac gag eta gag gaa gat aaa act gag cat tat gee cat 624 
Ala Leu His His Glu Leu Glu Glu Asp Lys Thr Glu His Tyr Ala His 
195 200 205 

tgt gac gta aga tct aat aca cac caa cca aag get ctt cat cat cat 67 2 
Cys Asp Val Arg Ser Asn Thr His Gin Pro Lys Ala Leu His His His 
210 215 220 

gtc cac gga acc ate gat ttc aaa caa gtt ggt tat ggt gac ctt gaa 72 0 
Val His Gly Thr lie Asp Phe Lys Gin Val Gly Tyr Gly Asp Leu Glu 



WO 00/39165 



PCT/NZ99/00227 



912 



225 230 235 240 

gtg tec tac cat tta gag gga ttt aat gta agt gat gac cac aaa gat 768 
Val Ser Tyr His Leu Glu Gly Phe Asn Val Ser Asp Asp His Lys Asp 
245 250 255 

cat etc cat gac gta cag ate tac gec aac ggt gac ctg acc agt gga 816 
His Leu His Asp Val Gin He Tyr Ala Asn Gly Asp Leu Thr Ser Gly 
260 265 270 

tgt gat aac etc ggt get aaa tat gat cct cat gaa gat tac cac agt 8 64 
Cys Asp Asn Leu Gly Ala Lys Tyr Asp Pro His Glu Asp Tyr His Ser 
275 280 285 ' 

gag ttg ggt gat eta gga gat att cac gat gat gac cat ggc gtt gtc 
Glu Leu Gly Asp Leu Gly Asp He His Asp Asp Asp His Gly Val Val 
290 295 300 

aat gaa age cac aga tat tec tgg ate aat ate ttc ggt gat gac agt 960 
Asn Glu Ser His Arg Tyr Ser Trp He Asn He Phe Gly Asp Asp Ser 
305 310 315 320 

gtc ctg gga cgt tct att gec att cac caa aga gac cat ctt cat aaa 1008 
Val Leu Gly Arg Ser He Ala He His Gin Arg Asp His Leu His Lys 
325 330 335 

agt gee aaa att gec tgt tgt gtc ata gga cgt gga cag age cat cca 105 6 
Ser Ala Lys He Ala Cys Cys Val He Gly Arg Gly Gin Ser His Pro 
340 345 350 

gaa att gtt cac aga get aaa tgt gtt gtc aga cct aat aca gaa tct 1104 
Glu He Val His Arg Ala Lys Cys Val Val Arg Pro Asn Thr Glu Ser 
355 360 365 

act ggt tta cat cac cat gtc tct ggt tct ata aca ttc gaa cag acc 1152 
Thr Gly Leu His His His Val Ser Gly Ser He Thr Phe Glu Gin Thr 
370 375 380 

cct gga gga tea aca cat atg acg get gat etc aaa gga ttt aac gtt 1200 
Pro Gly Gly Ser Thr His Met Thr Ala Asp Leu Lys Gly Phe Asn Val 
385 390 395 400 

agt gag gac ttg tea. cat cat cgt cat ggt gtg cag etc cat gaa tgg 1248 
Ser Glu Asp Leu Ser His His Arg His Gly Val Gin Leu His Glu Trp 
405 410 415 

gga gat atg tec cat ggc tgt cac tec tta ggc aga atg tac cat ggt 1296 
Gly Asp Met Ser His Gly Cys His Ser Leu Gly Arg Met Tyr His Gly 
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420 425 430 

cat gat gat get cat gac ccc aaa aga cct ggt gac ctt ggt gat gtt 1344 

His Asp Asp Ala His Asp Pro Lys Arg Pro Gly Asp Leu Gly Asp Val 
435 440 445 

ata gat gat tec cat ggc ate gtt cat tea act aga acc ttt gat cat 1392 

lie Asp Asp Ser His Gly He Val His Ser Thr Arg Thr Phe Asp His 

450 455 460 

ctt aat gtt gaa gat ctt aac gca cgt tec ctt gtg att atg cag ggc 1440 

Leu Asn Val Glu Asp Leu Asn Ala Arg Ser Leu Val He Met Gin Gly 
465 470 475 480 

gga cat gag gtc gag agt gag agg gtt get tgc tgt gtt ata gga egg 1488 
Gly His Glu Val Glu Ser Glu Arg Val Ala Cys Cys Val He Gly Arg 
485 490 495 



gca 
Ala 



1491 



<210> 7 
<211> 497 
<212> PRT 

<213> Perna canaliculus 
<400> 7 

Asp Gly Glu Gin Cys Asn Asp Gly Gin Asn Lys Asp Asp His His Asp 
15 10 15 

Asp His His Asp Asp His His Asp Asp His Asp Asp Asp Asp Glu Thr 
20 25 30 

Met His Tyr Ala Gin Cys Glu Met Glu Pro Asn Pro His Met Ala Ser 
35 40 45 

Ser Leu His His His Val His Gly Ser He Glu Leu Ser Gin Lys Gly 
50 55 60 

His Gly Ala Val Tyr Leu Glu Leu His Leu Val Gly Phe Asn Thr Ser 
65 70 75 80 

Glu Asp His Asp Asp His His His Gly Leu His Leu His Met Leu Gly 
85 90 95 

Asp Met Ser Ala Gly Cys Asp Ser He Gly Glu Leu Tyr Asn Ala His 
100 105 HO 




# 
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Pro Glu Lys His Ala Asp Pro Gly Asp Leu Gly Asp Leu Val Asp Asp 
115 120 125 

Asp Arg Gly Val Val Asn Glu Val His His Tyr Ala Trp Leu Asp He 
130 135 140 

Asp Gly Thr Ala Pro Asn Thr Glu Ala Leu He Gly His Ser Met Thr 
145 150 155 160 

He Leu Gin Gly Ser His Thr Asp Ala Asp Thr Pro Ala Ser Arg He 
165 170 175 

Ala Cys Cys Val He Gly His Gly Lys Ala Arg Pro Glu Thr Ala Ala 
180 185 190 

Ala Leu His His Glu Leu Glu Glu Asp Lys Thr Glu His Tyr Ala His 
195 200 205 

Cys Asp Val Arg Ser Asn Thr His Gin Pro Lys Ala Leu His His His 
210 215 220 

Val His Gly Thr He Asp Phe Lys Gin Val Gly Tyr Gly Asp Leu Glu 
225 230 235 240 

Val Ser Tyr His Leu Glu Gly Phe Asn Val Ser Asp Asp His Lys Asp 
245 250 255 

His Leu His Asp Val Gin He Tyr Ala Asn Gly Asp Leu Thr Ser Gly 
260 265 270 

Cys Asp Asn Leu Gly Ala Lys Tyr Asp Pro His Glu Asp Tyr His Ser 
275 280 285 

Glu Leu Gly Asp Leu Gly Asp He His Asp Asp Asp His Gly Val Val 
290 295 300 

Asn Glu Ser His Arg Tyr Ser Trp He Asn He Phe Gly Asp Asp Ser 
305 310 315 320 

Val Leu Gly Arg Ser He Ala He His Gin Arg Asp His Leu His Lys 
325 330 335 

Ser Ala Lys He Ala Cys Cys Val He Gly Arg Gly Gin Ser His Pro 
340 345 350 

Glu He Val His Arg Ala Lys Cys Val Val Arg Pro Asn Thr Glu Ser 
355 360 365 



WO 00/39165 



PCT/NZ99/00227 



Thr Gly Leu His His His Val Ser Gly Ser He Thr Phe Glu Gin Thr 
370 375 380 



Pro Gly Gly Ser Thr His Met Thr Ala Asp Leu Lys Gly Phe Asn Val 
385 390 395 400 

Ser Glu Asp Leu Ser His His Arg His Gly Val Gin Leu His Glu Trp 



405 



410 415 



Gly Asp Met Ser His Gly Cys His Ser Leu Gly Arg Met Tyr His Gly 
420 425 430 

His Asp Asp Ala His Asp Pro Lys Arg Pro Gly Asp Leu Gly Asp Val 
435 440 445 

lie Asp Asp Ser His Gly lie Val His Ser Thr Arg Thr Phe Asp His 
450 455 460 

Leu Asn Val Glu Asp Leu Asn Ala Arg Ser Leu Val lie Met Gin Gly 
465 470 . 475 480 

Gly His Glu Val Glu Ser Glu Arg Val Ala Cys Cys Val lie Gly Arg 
485 490 495 



Ala 



<210> 8 
<211> 1611 
<212> DNA 

<213> Perna canaliculus 



<220> 

<221> polyA_signal 
<222> (1557) . . (1563) 



<220> 

<221> misc_f eature 
<222> (1492) . . (1494) 
<223> Opal stop codon 



<400> 8 

gayggggagc agtgtaacga tgggcagaac 
gatcaccatg acgaccatga tgatgatgat 
gaaccaaacc ctcatatggc tagcagcctt 



aaagatgacc accatgacga ccaccacgat 60 
gaaacaatgc actatgccca gtgtgaaatg 120 
caccaccatg tccatggcag catagagttg 180 
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tcacagaagg gtcatggagc tgtttatcta gaacttcatc ttgtcggatt caacacaagt 240 
gaagaccatg acgaccacca tcatggactt catctgcaca tgcttggtga catgtcagca 3 00 
ggttgtgatt ctattggcga actgtacaat gctcacccag aaaaacatgc tgaccctggt 3 60 
gacctcggtg acctggttga cgatgatagg ggcgtggtta atgaagttca tcattatgct 420 
tggttggaca ttgatggtac agcaccaaac accgaagctc tcattggaca ctcaatgact 480 
attttacaag ggagtcacac cgatgctgat accccagcca gtagaatcgc ctgttgtgtt 540 
attggtcatg gaaaagctcg cccagaaaca gcagctgctc tacatcacga gctagaggaa 600 
gataaaactg agcattatgc ccattgtgac gtaagatcta atacacacca accaaaggct 6 60 
cttcatcatc atgtccacgg aaccatcgat ttcaaacaag ttggttatgg tgaccttgaa 720 
gtgtcctacc atttagaggg atttaatgta agtgatgacc acaaagatca tctccatgac 780 
gtacagatct acgccaacgg tgacctgacc agtggatgtg ataacctcgg tgctaaatat 840 
gatcctcatg aagattacca cagtgagttg ggtgatctag gagatattca cgatgatgac 900 
catggcgttg tcaatgaaag ccacagatat tcctggatca atatcttcgg tgatgacagt 960 
gtcctgggac gttctattgc cattcaccaa agagaccatc ttcataaaag tgccaaaatt 102 0 
gcctgttgtg tcataggacg tggacagagc catccagaaa ttgttcacag agctaaatgt 108 0 
gttgtcagac ctaatacaga atctactggt ttacatcacc atgtctctgg ttctataaca 1140 
ttcgaacaga cccctggagg atcaacacat atgacggctg atctcaaagg atttaacgtt 1200 
agtgaggact tgtcacatca tcgtcatggt gtgcagctcc atgaatgggg agatatgtcc 1260 
catggctgtc actccttagg cagaatgtac catggtcatg atgatgctca tgaccccaaa 1320 
agacctggtg accttggtga tgttatagat gattcccatg gcatcgttca ttcaactaga 1380 
acctttgatc atcttaatgt tgaagatctt aacgcacgtt cccttgtgat tatgcagggc 1440 
ggacatgagg tcgagagtga gagggttgct tgctgtgtta taggacgggc atgaataacc 1500 
tcactagagt gactttgtct aacatgacaa ttaacaattg tataacttcg ctaaaaaata 15 60 
aaacaatgac acaatgnaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 1611 




